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Table S5. TargetScanS predicts that miR-34a interacts with Atg9A 3’-UTR  

 

Gene Position 

Predicted consequential pairing of target region (top) and 

miRNA (bottom) 

Seed 

match 

ATG9A 

285-291 of 

3'-UTR 

5' ...CAGCCCAGCCCCAGUACUGCCAC... 

             |||||        |||||||   

3'    UGUUGGUCGAUUCUGUGACGGU 

7mer-1A 

hsa-miR-34a  
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